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SEQUENCE LISTING 

<110> Hartley, James L . 

Brasch, Michael A. 

<120> Recombinational Cloning Using Engineered Recombination Sites 

<130> 0942 . 285000K 

<150> US 09/498,074 

<151> 2000-02-04 

<150> US 09/005,476 

<151> 1998-01-12 

<150> US 08/663,002 

<151> 1996-06-07 

<150> US 08/486,139 

<151> 1995-06-07 

<160> 35 

<170> Patentln version 3.2 

<210> 1 

<211> 25 

<212> DNA 

<213> Unknown 

<220> 

<223> m-att core region 



<220> 

<221> misc_feature 

<222> (18) . . (18) 

<223> n is a, c, g, or t/u 

<400> 1 

rkycwgcttt yktrtacnaa stsgb 25 



<210> 2 

<211> 25 

<212> DNA 

< 2 1 3 > Unknown 



<220> 

<223> m-attB core region 



<220> 

<221> misc_feature 

<222> (18) . . (18) 

<223> n is a, c, g, or t/u 



<400> 2 

agccwgcttt yktrtacnaa ctsgb 



25 



<210> 3 

<211> 25 

<212> DNA 

< 2 1 3 > Unknown 

<220> 

<223> m-attR core region 



<220> 

<221> misc_f eature 

<222> (18) . . (18) 

<223> n is a, c, g, or t/u 

<400> 3 

gttcagcttt cktrtacnaa ctsgb 

<210> 4 

<211> 25 

<212> DNA 

<213> Unknown 

<220> 

<223> m-attL core region 



<220> 

<221> misc_feature 

<222> (18) . . (18) 

<223> n is a, c # g, or t/u 

<400> 4 

agccwgcttt cktrtacnaa gtsgb 

<210> 5 

<211> 25 

<212> DNA 

<213> Unknown 

<220> 

<223> m-attPl core region 
<220> 

<221> misc_feature 

<222> (18) . . (18) 

<223> n is a, c, g, or t/u 

<400> 5 

gttcagcttt yktrtacnaa gtsgb 



<210> 6 

<211> 25 

<212> DNA 

< 2 1 3 > Unknown 



<220> 

<22 3> attBl core region 



<400> 6 

agcctgcttt tttgtacaaa cttgt 



<210> 7 

<211> 25 

<212> DNA 

< 2 1 3 > Unknown 

<220> 

<223> attB2 core region 

<400> 7 

agcctgcttt cttgtacaaa cttgt 



<210> 8 

<211> 25 

<212> DNA 

<213> Unknown 

<220> 

<223> attB3 core region 

<400> 8 

acccagcttt cttgtacaaa cttgt 



<210> 9 

<211> 25 

<212> DNA 

< 2 1 3 > Unknown 

<220> 

<223> attRl core region 

<400> 9 

gttcagcttt tttgtacaaa cttgt 



<210> 10 

<211> 25 

<212> DNA 

<213> Unknown 



<220> 

<223> attR2 core region 
<400> 10 

gttcagcttt cttgtacaaa cttgt 



<210> 11 

<211> 25 

<212> DNA 

<213> attR3 



core region 



<400> 11 

gttcagcttt cttgtacaaa gttgg 



<210> 12 

<211> 25 

<212> DNA 

< 2 1 3 > Unknown 



<220> 

<223> attLl core region 
<400> 12 

agcctgcttt tttgtacaaa gttgg 



<210> 13 

<211> 25 

<212> DNA 

< 2 1 3 > Unknown 



<220> 

<223> attL2 core region 
<400> 13 

agcctgcttt cttgtacaaa gttgg 



<210> 14 

<211> 25 

<212> DNA 

<213> Unknown 



<220> 

<223> attL3 core region 
<400> 14 

acccagcttt cttgtacaaa gttgg 



<210> 15 

<211> 25 

<212> DNA 

<213> Unknown 



<220> 

<223> attPl core region 
<400> 15 

gttcagcttt tttgtacaaa gttgg 



<210> 16 

<211> 25 

<212> DNA 

< 2 1 3 > Unknown 



<220> 

<223> attP2 , P3 core region 
<400> 16 

gttcagcttt cttgtacaaa gttgg 



-5- 



<210> 17 

<211> 39 

<212> DNA 

<213> Unknown 



<220> 

<223> PCR primer used to amplify Dpn I endonuclease from plasmid 
<400> 17 

ccaccacaaa cgcgtccatg gaattacact ttaatttag 39 



<210> 18 

<211> 39 

<212> DNA 

< 2 1 3 > Unknown 



<220> 

<223> PCR primer used to amplify Dpn I endonuclease from plasmid 
<400> 18 

ccaccacaag tcgacgcatg ccgacagcct tccaaatgt 39 



<210> 19 

<211> 46 

<212> DNA 

<213> Unknown 



<220> 

<223> rfl top oligonucleotide 
<400> 19 

ggccgattac gatatcccaa cgaccgaaaa cctgtatttt cagggt 46 



<210> 20 

<211> 30 

<212> DNA 

<213> Unknown 

<220> 

<223> rfl bottom oligonucleotide 

<400> 20 

caggttttcg gtcgttggga tatcgtaatc 30 



<210> 21 

<211> 47 

<212> DNA 

<213> Unknown 



<220> 

<223> rf2 top oligonucleotide 
<400> 21 

ggccagatta cgatatccca acgaccgaaa acctgtattt tcagggt 47 



<210> 22 
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<211> 31 

<212> DNA 

< 2 1 3 > Unknown 

<220> 

<223> rf2 bottom oligonucleotide 

<400> 22 

caggttttcg gtcgttggga tatcgtaatc t 31 



<210> 23 

<211> 48 

<212> DNA 

<213> Unknown 



<220> 

<223> rf3 top oligonucleotide 
<400> 23 

ggccaagatt acgatatccc aacgaccgaa aacctgtatt ttcagggt 48 



<210> 24 

<211> 32 

<212> DNA 

< 2 1 3 > Unknown 



<220> 

<223> rf3 bottom oligonucleotide 
<400> 24 

caggttttcg gtcgttggga tatcgtaatc tt 32 



<210> 25 

<211> 15 

<212> DNA 

<213> Unknown 

<220> 

<223> carboxy top oligonucleotide 

<400> 25 

accgtttacg tggac 15 



<210> 26 

<211> 31 

<212> DNA 

< 2 1 3 > Unknown 



<220> 

<223> carboxy bottom oligonucleotide 
<400> 26 

tcgagtccac gtaaacggtt cccacttatt a 31 



<210> 
<211> 



27 
39 



<212> DNA/RNA 
< 2 1 3 > Unknown 



<220> 

<223> CAT left PCR primer 
<400> 27 

uauuuucagg guatggagaa aaaaatcact ggatatacc 



<210> 28 

<211> 33 

<212> DNA/RNA 

< 2 1 3 > Unknown 

<220> 

<223> CAT right PCR primer 

<400> 28 

ucccacuuau uacgccccgc cctgccactc ate 



<210> 29 

<211> 33 

<212> DNA/RNA 

< 2 1 3 > Unknown 

<220> 

<223> phoA left PCR primer 

<400> 29 

uauuuucagg guatgectgt tctggaaaac egg 



<210> 30 

<211> 34 

<212> DNA/RNA 

<213> Unknown 

<220> 

<223> phoA right PCR primer 

<400> 30 

ucccacuuau uatttcagee ccagggcggc tttc 



<210> 31 

<211> 25 

<212> DNA 

< 2 1 3 > Unknown 



<220> 

<223> attBwt region 
<400> 31 

agectgettt tttatactaa cttga 



<210> 32 
<211> 25 
<212> DNA 
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<213> 



Unknown 



<220> 
<223> 



complementary sequence to attBwt 



<400> 32 

tcaagttagt ataaaaaagc aggct 



25 



<210> 33 

<211> 25 

<212> DNA 

< 2 1 3 > Unknown 

<220> 

<223> complementary sequence to attBl 

<400> 33 

acaagtttgt acaaaaaagc aggct 2 5 



<210> 34 

<211> 25 

<212> DNA 

<213> Unknown 

<220> 

<223> complementary sequence to attB2 



<210> 35 

<211> 25 

<212> DNA 

< 2 1 3 > Unknown 

<220> 

<223> complementary sequence to attB3 



<400> 34 

acaagtttgt acaagaaagc aggct 



25 



<400> 35 

accactttgt acaagaaagc tgggt 



25 



